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Phenolic Acids Induce Nod Factor Production in
Lotus japonicus— Mesorhizobium Symbiosis

Masayuki Shimamura, Takashi Kumaki, Shun Hashimoto, Kazuhiko Saeki,
Shin-ichi Ayabe, Atsushi Higashitani, Tomoyoshi Akashi, Shusei Sato, Toshio Aoki

Microbes and Environments 37(1), EM21094 (2022)
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9:30 - 9:45

9:45 - 10:00
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10:45 - 11:00

11:00 - 11:15
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15:15

28th. November
Room 31

TIE - BEEARR

1310200 DY DBRHY ICHETIHMEMES
St — (1), FTES B(2), £k RE(N), T FORQ)
(1) E#F - EMT O R, (2) RERX - £MER

1310202 Pseudomonas sp. L105 D EE#HX R UHEM R E#EED fZBA
*RTEZEE(), IFHERN), BHEZ(1), KEEAM), BREE()
(1) M KFERFIREME RIRERFHF

1.31.0-03 TIEEH NS ORIEBEWEMS / L OKFIEINE
ERER(), BBEER(), EEMEN), E/ZEA), BIEER(), #INEAN(1,2,3,4,5)

(1)bitBiometk X &£#t, )R KT - HHEBEITEZMER, Q)RK - 7/ 54 JEIFHHAEHIE,
(H)BX - £anEhient, (5)EMLH - RX - CBBD-OIL

Break time

1_31_0-a04 Elucidation of the mechanism of phosphorus availability in soil by
microorganisms and its application

*Kerui Guo (1), Yuta Kojima (2), Takashi Kunito (2), Shigeto Otsuka (1), (3)

(1) Graduate School of Agricultural and Life Sciences, The University of Tokyo;
(2) Faculty of Science, Shinshu University; (3) CRIIM, The University of Tokyo
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HHES
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28th. November
Room 41

Soil and terrestrial ecosystem

9:30-9:45 1.41_0-a01 Attenuation of methane oxidation by nitrogen availability in Arctic
tundra soils

*Jaehyun Lee (1), Hojeong Kang (1)
School of Civil and Environmental Engineering, Yonsei University, Seoul, South Korea
9:45-10:00 1410302 \icrobial succession during leaf degradation of the giant fern
Angiopteris lygodiifolia as model for microbial litter degradation in
tropical/subtropical environment

*Roland Kirschner (1), Yu-Wei Yeh (1), Yao-Moan Huang (2)

(1) School of Forestry and Resource Conservation, National Taiwan University, Taipei, 10617,
Taiwan, (2) Taiwan Forestry Research Institute, Zhongzheng Distr., 10079 Taipei City, Taiwan

10:00-10:45 1410303 cascade effects of forest thinning on microbial functional genes of
various tree species and multiple decomposition time series: Insights
from deadwood decomposition in tropical forest

*David Anderson (1), Yu-Ting Wu (2)

(1) Department of Tropical Agriculture and International Cooperation (DTAIC), National Pingtung
University of Science and Technology, Pingtung 91201, Taiwan, ROC, (2) Department of Forestry,
National Pingtung University of Science and Technology, Pingtung 91201, Taiwan, ROC,

(3) Department of Biomedical Science and Environmental Biology,

Kaohsiung Medical University, Kaohsiung 80708, Taiwan, ROC

10:15-10:30 Break time

10:30 -10:45 1_41_0-a04 Bjodegradation of PBAT mulch film by an elite fungal strain
Purpureocillium lilacinum BA1S isolated from farmland soil

Wei-Sung Tseng (1), Min-Jia Lee (1), Jin-An Wu (2), Shin-Liang Kuo(2),
Sheng-Lung Chang(2), Shu-Jiuan Huang(2), *Chi-Te Liu (1) (3) (4)

(1)Institute of Biotechnology, National Taiwan University, Taiwan,

(2)Material and Chemical Research Laboratories, Industrial Technology Research Institute, Taiwan,
(3)Department of Agricultural Chemistry, National Taiwan University, Taiwan,

(4)Agricultural Biotechnology Research Center, Academia Sinica, Taiwan

Aquatic ecosystems

10:45-11:00 1.41.0-305 |, conspicuous but indispensable: Phenanthrene biodegradation by
Sagittula that represented a minor population in a phenanthrene-
enriched marine bacterial consortium

*Jiro F. Mori (1), Mayuko Abe (1), Go Kayama (1), Robert A. Kanaly (1)
(1) Grad. Sch. Nanobiosci., Yokohama City Univ.



11:00 -11:15 1_41_0-206 Frequency and diversity of chemical interactions in marine
invertebrate- derived bacteria

*Dana Ulanova, Yuta Matsubara, Tetsuya Sakurai
Graduate School of Integrated Arts and Science, Kochi University

11:15-11:30 Break time
11:30 — -
SVvFarvksI,—
11:30-12:30
12:30 HXEtEYHHE + PacBioP v/t
12:30 - 12:45 Break time - B RA XY b R—IL~AfTC 5 !
12:45
RRE—tvav@BRRA A bR—IL
12:45-13:45 #i#
13:45-14:15 Communication Time
14:15-15:15 %
15:15
15:15 - 15:30 Break time
15:30
ASME Session Symposium
15:30 - 18:00
15:30 - 16:20 Biotechnology and applied microbiology
1_41_s-p01 Microbial Communities in Traditional Homes: Implications for Human
Health and Well-Being
*So Fujiyoshi (1)
(1) The IDEC Institute, Hiroshima University
1.41.8-p02 Wastewater-based epidemiology using monitoring human pathogenic
viruses and bacteria in municipal wastewater
Joonhong Park(1), Jayeon Kim1, Subin Kim(1), Geuk-Tae Kim(2)
(1)Department of Civil and Environmental Engineering, Yonsei University, Shizuoka University,
(2)Department of Bio-environmental Science, Dongguk University
16220 - 18:00 Host-microbe and microbe-microbe interactions,

plant associated microbial ecology

1_41_s-p03 Soil microbiota regulates pest prosperity
*Hideomi Itoh (1)
1)Bioproduction Research Institute, National Institute of Advanced Industrial Science and Technology



1415004 Synergistic phenol degradation in association with microalgae and
bacteria for enhanced carbon neutrality
Minkee Cho (1), Jaai Kim (1), Do Hyeon Gwon (2), Soo Hong Kim (2),
Daeseung Kyung (3), *Hyokwan Bae (1)

(1) Department of Civil, Urban, Earth and Environmental Engineering,
Ulsan National Institute of Science and Technology,

(2) SGR Tech Co. Ltd.,

(3) School of Civil and Environmental Engineering, University of Ulsan

1415009 Tripartite successive response within the holobiont toTripartite
successive response within the holobiont to the daily temperature
fluctuations

Yunli Eric Hsieh (1), (2), (3), Chih-Ying Lu (4), (5), (6), Po-Yu Liu (7), Jia-Min Kao (8),
Sung-Yin Yang (9), Chien-Yi Wu (8), Jing-Wen Michelle Wong (8), *Shan-Hua Yang (8)

(1) Sys. Bio. Math. Mod., Max Planck Inst. Mol. Plant Physio., Germany,
(2) Biodi. Res. Cen., Academia Sinica, Taiwan, (3) Dep. Post-Bac. Med., NSYSU, Taiwan,
(4) Inst. Fish. Sci., NTU, Taiwan, (5) Dep. Aqu. Bio., NCYU, Taiwan

141506 | actate production and utilization by human commensal anaerobic
bacteria and the mechanisms of species-specific mutualistic
interactions

*Shir-Ly Huang (1), Shi-Min Zhang (2), Duong Nguyet Anh (1)
(1) Institute of Microbiology and Immunology, National Yang Ming Chiao Tung University, Taipei,
Taiwan,
(2) Program in Molecular Medicine, National Yang Ming Chiao Tung University, Taipei, Taiwan
18:00

18:00 - 18:15 Break time

18:15
BHES
18:15 - 19:45
Hot Microbiome®Hot Topics
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28th. November
Room 43

Symbiosis, interaction, theory

9:30-9:45 143 0201 Studying the role of teleost skin microbiome and its interactions with
the environment and host skin using ex vivo skin explant model

*Liang-Chun Wang, Yu-Che Chiu, Li-Hsuan Chen, Ru-Fang Siao

Department of Marine Biotechnology and Resources, National Sun Yat-sen University,
Kaohsiung, Taiwan

9:45-10:00 1_43_0-a02 Mitigation of nitrous oxide (N,O) emissions by soybean
Bradyrhizobium

*Fernandes Siqueira Arthur(1), Manabu Itakura(1), Kaori Kakizaki(1), Tomoko Sakai(1),
Kiwamu Minamisawa(1)

(1)Graduate School of Life Sciences, Tohoku University

Genomics, molecular biology

10:00-10:15 1_43_0-a03 Exploring Microbial Communities and Their Functional Potential in
Biofloc Aquaculture
*Meora Rajeev (1,2), llsuk Jung (1), llnam Kang (1), and Jang-Cheon Cho (1)
(1) Department of Biological Sciences, Inha University, Incheon, Republic of Korea,

(2) Institute for Specialized Teaching and Research, Inha University, Incheon, Republic of Korea

10:15 - 10:30 Break time

Phylogeny and taxonomy

10:30-10:45 1_43_0-a04 Exploring a novel predatory bacterium with gliding motility isolated
from the West Sea of Korea

*Neak Muhammad (1,2), Forbes Avila (1,2), Song-Gun kim (1,2)

1 Biological Resource center/Korean collection for type culture, Korea Researc Institute of
Bioscience and Biotechnology, jeonbuk 56212, Republic of Korea 2 University of Science and
Technology (UST), Daejeon 34113, Republic ok Korea

Physiology, metabolism

10:45-11:00 1430205 Characterization of Dehalococcoides mccartyi strain NIT-OBY that

dechlorinate 1,3-Dichloropropene to completely
non-toxic Propene

*Atsuhiro Yano (1), Yuta Fujii (2), Naoko Yoshida (1)
(1) Dept. Civil Eng. Nitech, (2) OBAYASHI CORP.



11:00-11:15 1430306 Characterization of Endozoicomonas in dddD gene-mediated
dimethylsulfoniopropinate (DMSP) metabolisms using omics

approaches
*Sen-Lin Tang
Biodiversity Research Center, Academia Sinica, Taiwan
11:15 - 11:30 Break time
11:30
REE=
12:30
12:30 - 12:45 Break time - BRA N> FiR— AT S !
12:45
RRA—tE Yy aV@BRARY Fh—IL
12:45-13:45 H{i¥
13:45-14:15 Communication Time
14:15-15:15 %F
15:15
15:15 - 15:30 Break time
15:30

SURSYL
15:30 - 18:00
MEMERRD DAY ] ZHRZA D
KREBHOSETE DS

BAPIE (RRXF) - 7F Fh(EERIKSE)
AR B/ (MK - R &5 EHKF)

B8 JSTHMAEMEMESEACTX BEENAATH /00— fEE
HiE MEMEREFS Soico-Microbiology FZE &

1435001 SRAEMERRICE (T2 HFANBEERIE & #
K HE
BKEE - BER
1435002 IRIZMAE - 0 7 — O DOWEEMRBAICEH (T1-1#188 - 1HF4 / LBITHHTD
BR%E & i
“FJI| $EF(1,2)
(1)E#H-8 X CBBD-OIL, (2)RFEKE +/ - 54 JRIEH

1435p03 ED 4 XRABEEE FOREZZZDIBRREY
B 8R%E
HK - BRES
1.43.s-p04 PWEMPRBVOWEHA LY/ LT—2 LS
G s



RIRK - BeiEHR

1435005 BT IJVEY—REMKERZEFR L REMHEEERORERH
“BE H
RERA - RT

143 5006 AEMERITHSAREMFENT TO—F
a5 &
R K BB

1.43_5p07 RFBEFAIECIOELNATTEN L RBFEADEE
S8 AKEA(1,2)

18:00 (1) EfLH - EMT O R, 2) YIMHE - SF N1 4
18:00 - 18:15 Break time
18:15
BHK=
<
18:15 - 19:45

[BRIBVANAARIBEER2023 EFICLBE3F4 b= b—2]

EEBEX (BRAKXE) BEXBEA (ERKXF)
BEEF (BEKEFE) FE®K} (HBEXF)
19:45



9:30 - 9:45

28th. November
Room 44

1 RERIS

1M TR - MENAFUT IR —ERVEEFRETHEOEE

E-AYLYT
SEEPEBI(1). FEBR(1). FHRABE(1. 2). FEAHREG). ERRMN(3). BARF@G. 4)
()EEAE - SR T7H. 2HEA - BERS. 3BMA - ZBEHE. 4FEA - EHEERE

9:45-10:00 1_44 0-202 JFETIRIEEYICE T EA3HMEMEORKY ILE LEE

10:00 - 10:15

10:15-10:30

10:30 - 10:45

10:45 - 11:00

11:00 - 11:15

11:15-11:30
11:30

12:30
12:30 - 12:45
12:45

15:15
15:15-15:30

*BH RE(),LE FE2)F% KEQ)
(1)JAMSEC - %137, QREAR - 1B, B)RIK - £@mET

144 0203 ZRERTHKED 5 DIBKL M TEMENREICSAHEE

B BERR(1), £ 15(2), K+t iE=2(1), (3)
(1) R KIREZHER, (2) ILOXKZMEHEERRE, 3) FHEKXT ) — 8

Break time

144 0200 RESZBHILTISBENSRIM L -EGHHOMEMBEEE LR

“EIBE(1). BN EFEQ). BRER(3). AIEM—ER4). SALEAERN5,6,3). TFIF ELE(3,7,8)

(1) BEHT - RS, (2) EREDL. (3) BED - XM, ) HFEX - BEE.
(B)®K - BREIRK. (6) X -BIEET. 7)®RK-BRIrEL. 8) #FX - Iz

14,0905 o T HIEEA S RMENS FLIVSRA S L ERMENBED

ARAA S RBI

A KIE (1,2), I 2 (2,3), £F Hid 4), A= H 5 4),
BALLZs 2K (4), F:E B (2), ZEH 1F (4), BTHE BB @),
RE F4), 8 £—2), BB XN @), EX FE(2,5)

(1) FRK - BIIERED, (2) ERH - £MT 0L X, 3) BIEHRHSKME - X-Star,
(4) ERH - EERIRE, (6) KK - £MIRER
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12:45
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28th. November
Room 525354
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15001 EREH FAKLEBIB M S DKuravirustk 7 7 — S D28k & 70O RGBT
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12:45-13:45 HiI¥
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15:30
ORTI L
15:30 - 18:00
Major Microbial Transitions: From the origin of life to the
origin of the domains

Shawn E. McGlynn (Tokyo Inst. Technol)

1.5_s-p01 Unusual Carbon Fixation Pathways in the Serpentinized Ecosystem
*Shino Suzuki (1,2,3)
(1)ISAS/JAXA, (2)CPR/RIKEN, (3)X-star/JAMSTEC

1.5.s-02 Directionality of CO, Fixation Pathways in the Presence of Other
Carbon Sources

*Yoko Chiba (1,2)
(1)CSRS, RIKEN, (2)Fac. Life. Environ. Sci. Tsukuba Univ.

1.5_s-p03 Assimilation of CO, in Hyperthermophilic and Heterotrophic Bacteria
Revealed by °C Tracer-Based Metabolomics Using CE-MS

*Yuto Fukuyama(1), Shigeru Shimamura(2), Tomomi Sumida(1), Yoko Chiba(3),
Hisato Chikaraishi(4), Haruyuki Atomi(5), Takuro Nunoura(1)

(1)CeBN, JAMSTEC, (2)X-star, JAMSTEC, (3)CSRS, RIKEN,
(4)Inst. of Low Temp. Sci., Hokkaido Univ., (5)Grad. Sch. of Eng., Kyoto Univ.

1.5.8-p04  Adaptive Metabolic Evolution: Converging on Ecological Redox

Niches
*Mayumi Seto
Faculty of Science, Nara Women'’s University
18:00
18:00 - 18:15 Break time
18:15

BEHRES
18:15 - 19:45
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29th. November
Room 31

4 - HEFH - B

2310201 RTF—RI2H & TS WMEMBREREDOHTE
B B R —
PN L

231002 [FRNHIERICE T HAREFICKHBEDETI VT

HENEEA), B8R ARQ), &R FH(1), BEH E(Q), &R FETF()
(1) RIX - BFHREIFR, (2) Bof - EGERFEHAR LU F—

2310203 Finding syntrophic relationships in microbial communities by
statistical correlation of abundance in diverse environments

Shigeru Kawai (1), Shawn E. McGlynn (2), *Katsumi Matsuura (2,3)
(1) JAMSTEC, (2) ELSI, Tokyo Institute of Technology, (3) Inst. Early Metabolic Evolution

231 008 WEPAZ R—L 3 VO RTLAICE TS MEVEERDFR
“itsH BT, IS (), FRERTFQ), T £KE), X #ZQ), @), K E2(1), (4)
(1) BEARES DI, (2) WABMKR R, 3) BERRIHLE/ A7, (4) BEXS U— 25

2510405 gy e A B I 45 (F BANEERY T O EA VB RMEMBEDHIE &
MR

I FER(), A iE2(1,2,3), B BN(1,2), =X #8:2(1,2,3)
(1) 8K - IR AR, (2) 8K - IRAIE, B) 8K - JU—

Break time
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(MEALK B, QBEIK BT A T 4 AL - AHNU L. (3)RIBF R THEHE

2310309 Agricultural management and soil origin rather than plant genetic trait
shapes the soybean rhizosphere bacterial and fungal communities

*Dominic V. A. Agyekum (1), Khondoker. M. G. Dastogeer (2), Shin Okazaki (1,3)

(1) Utd. Grad. Sch. of Agric., Tokyo Univ. of Agric. and Tech.,
(2) Dept. of Plant Path., Bangladesh Agric. Univ.,
(3) Inst. of Glob. Innov. Res., Tokyo Univ. of Agric. and Tech.

Break time
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JSME Committee for the Promotion of Diversity and Career Development
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“BRE FERC(1), BB BRR(2), 1B HL(3), RH 5B (4), T F8Y(5),
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Break time

FE/NAF 7 14V LA

17:00-17:15 2.31.0-p06 Spatiotemporal virulence gene expression on three-dimensionally

organized oral biofilms

*Dongyeop Kim (1), Hyun Koo (2)

(1) Department of Preventive Dentistry, School of Dentistry and Institute of Oral Bioscience, Jeonbuk
National University, (2) Biofilm Research Labs, Center for Innovation & Precision Dentistry,
School of Dental Medicine, University of Pennsylvania
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29th. November
Room 41

Young Scientist Multidisciplinary

9:00-9:15 2 41 0-a01 Tera base hot spring metagenomes illuminate novel and diverse
microbiomes in the Japanese subsurface

*Yu Sato (1), Yu Nakajima (2), Satoshi Ohkubo (3), Miho Hirai (2), Kenji Okano (4), Hiroyuki Kimura
(5), Kohsuke Honda (6,7), Masaru K. Nobu (2), Hideyuki Tamaki (8), Ken Takai (2)

(1) ORI, Yamaguchi Univ., (2) X-Star,JAMSTEC (3) Grad. Sch. of Life Sci., Tohoku Univ., (4) Dep. of
Life Sci. and Tech., Fac. of Chem., Materials and Bioeng., Kansai Univ., (5) RIGST, Shizuoka Univ.,
(6) ICBiotech, Osaka Univ., (7) OTIR, Osaka Univ., (8) Bioprod. Res. Inst., AIST

9:15-9:30 2 41_0-202 Molecular-Level Insights into Arsenic Biotransformation in
Extremophilic Microorganisms (Cyanidiales)

Yen-Lin Cho (1)*, Yu-Hsien Chen (1), Nhu Anh Thi Than (1), Yu-Ting Liu (1,2)

(1) Department of Soil and Environmental Sciences, National Chung Hsing University, Taiwan,
(2) Innovation and Development Center of Sustainable Agriculture,
National Chung Hsing University, Taiwan

9:30-9:45 2 41003 Cultivation and genomic insights into marine bacteria of the SAR202
clade
*Yeonjung Lim (1),(2), Ji-Hui Seo (1), Stephen J. Giovannoni (3),
llnam Kang (2), and Jang-Cheon Cho (1)

(1) Department of Biological Sciences and Bioengineering,

Inha University, Incheon 22212, Republic of Korea,

(2) Center for Molecular and Cell Biology, Inha University, Incheon 22212, Republic of Korea,
(3) Department of Microbiology, Oregon State University, Corvallis, OR 97331, USA

9:45-10:00 2 41_0-a04 N,O-dependent anoxic growth of methanotrophs

*Awala Samuel Imisi (1), Gwak Joo-Han (1), and Sung-Keun Rhee (1)

(1) Department of Biological Sciences and Biotechnology, Chungbuk National University,
1 Chungdae-ro, Seowon-Gu, Cheongju 28644, Republic of Korea

10:00-10:15 2.41.0-05 The tripartite interaction of Arabidopsis thaliana, Pseudomonas
aeruginosa, and Colletotrichum tofieldiae is governed by nutrient

condition

*Yuniar Devi Utami (1), Kei Hiruma (1)
(1) Grad. Sch. of Arts Sci., Univ. Tokyo

10:15 - 10:30 Break time



10:30 -10:45 2 41_0-a06 Persistence of antibiotic resistance from animal agricultural effluents
to surface water revealed by genome-centric metagenomics

*Jin Ju Kim (1), Hoon Je Seong (1,2), Timothy A. Johnson (3) ,
Chang-Jun Cha (1) , Woo Jun Sul (1), Jong-Chan Chae (4)

(1) Department of Systems Biotechnology, Chung-Ang University, Anseong, Republic of Korea,

(2) Korean Medicine Data Division, Korea Institute of Oriental Medicine, Daejeon, Republic of Korea,
(3) Department of Animal Sciences, Purdue University, West Lafayette, United States,

(4) Division of Biotechnology, Jeonbuk National University, lksan, Republic of Korea

10:45-11:00 2 41_0-a07 Djscerning the dissemination mechanisms of antibiotic resistance
genes of ESBL-producing E. coli through whole genome sequencing

Hokyung Song (1), Sunwoo Lee (2), Yujin Jeong (2), Tatsuya Unno (1)

(1) Department of Biological Sciences and Biotechnology, Chungbuk National University,
Seowon-Gu, Cheongju 28644, Republic of Korea, (2) Faculty of Biotechnology,
College of Applied Life Sciences, Jeju National University, Jeju, 63243, Korea

11:00 -11:15 2 41_0-a08 Medium chain length Polyhydroxyalkanoate(mcl-PHA) production
using organic acid by engineered Pseudomonas species

*Jong-Min Jeon(1), Kyeong-Keun Oh(2), Jeong-Jun Yoon(1)

(1)1Green & Sustainable Materials R&D Department, Korea Institute of Industrial
Technology(KITECH), Cheonan 31056, Republic of Korea, (2)Department of Chemical Engineering,
Dankook University, Yongin 16890, Republic of Korea

11:15-11:30 2 41009 Yrease-producing bacteria immobilization by using 3D bioprinting
technology to remove urea and heavy metals from water

*Pei-Hsun Wu (1), Cheng-Chun Shih (1), Chang-Ping Yu (1)
(1) Grad. Inst. Environ. Eng., NTU, Taiwan

11:30 - 11:45 Break time
11:45 _
K2IVFavezIF—
11:45 - 12:45
ZRILTHIUHSTOMERBDT I M) —FEBEEZD
MEVEREERRBE (HFHR)

12:45
12:45 - 13:00 Break time * B RA AN FFAR—ILAFTFIZ S5 !
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13:00-14:00 #i# 13:00-14:30 SAEFE
14:00-14:15 Communication Time 15:00-15:15 S EFKE
15:15 14:15-15:15 % ¥

15:15 - 15:30 Break time - OBEHR(CITZ S !



Young Scientist Multidisciplinary

15:30 -15:45 2 41_0-p01 Bjofilm dispersion factors induce membrane vesicle production in
Pseudomonas aeruginosa

*Mizuki Kanno (1), Hiroyuki Futamata (1),(2),(3), Yosuke Tashiro (1),(2)

(1) Grad. Sch. of Sci. Tech., Univ. Shizuoka, (2) Res. Inst. Green Sci. Tech., Univ. Shizuoka,
(3) Grad. Sch. of Intgr. Sci. Tech., Univ. Shizuoka

15:45-16:00 2 410002 Bijphasic Interactions in Coexisting Microorganisms: Contrasting
Dynamics in Dormant and Active States

*Soo Bin Kim (1), Eun Sun Lyou (1), So Hee Park (1), Jinsook Kim (1) and Tae Kwon Lee (1)

(1) Department of Environmental and Energy Engineering, Yonsei University, Wonju, Republic of Korea

16:00-16:15 2 41_0-p03 §pecies-specific mutualistic metabolites cross-feeding between lactic
acid probiotics and Veillonella dispar

*Shi-Min Zhang1, Jia-He Hung2, Tran Ngoc Yen3, Shir-Ly Huang3

(1) Program in Molecular Medicine, National Yang Ming Chiao Tung University, Taipei, Taiwan
(2) School of Medicine, National Yang Ming Chiao Tung University, Taipei, Taiwan

(3) Institute of Microbiology and Immunology, National Yang Ming Chiao Tung University,
Taipei, Taiwan

16:15-16:30 2 41_0-p04 Symbiotic bacteria break through narrow passage by flagellar
wrapping

*Aoba Yoshioka(1), Tetsuo Kan(2), Kazutaka Takeshita(3), Hirofumi Wada(4),
Yoshitomo Kikuchi(5), Daisuke Nakane(1)

(1)Eng. Sci., UEC., (2)Mech. and Int. Sys. Eng., UEC., (3)Fac. Biores. Sci. Akita Pref Univ.,
(4)Phys. Sci. Ritsumeikan Univ., (5)BPRI, AIST.

16:30 -16:45 2 41_0-p05 The effects of the deficiency of lipopolysaccharides structure for
Pseudomonas nitroreducens TX1 grown in ethoxylated surfactants

*Po-Chun Tsai (1), Chen-Yen Wu (2), Tran Ngoc Thang (3), Ting-Huan Shih (4), Shir-Ly Huang (5)

(1) Institute of Microbiology and Immunology, National Yang Ming Chiao Tung University,

Taipei, Taiwan

16:45 - 17:00 Break time

17:00 -17:15 2 41_0-p06 |n.vitro, in-vivo, and in-silico assessments of antiviral capabilities and
mechanisms of selected embryophyte and macrophyte herbs
*Diaiti Zure (1), Hsion-Wen David Kuo (1), Aleksandra Drizo (2)

(1) Department of Environmental Science and Engineering,
(2) Sustainability Science and Management Program, Tunghai University, Taiwan

17:15-17:30 2_41_0-p07 Minimal Media Inference by Metabolic Network Expansion
*Hayate Hirai(1,2), Harrison B. Smith(2,3), Shawn Erin McGlynn(2,3,4)
(1) Dept. of Life Science and Technology, Tokyo Institute of Technology,

(2) Earth-Life Science Institute, Tokyo Institute of Technology,
(3) Blue Marble Space Institute of Science, (4) Center for Sustainable Resource Science, RIKEN



17:30 -17:45 2 410008 Expanding the eco-collection of methane-oxidizing bacterial isolates
from rice roots

*Fumika OE (1), Rina Shinjo (1), Sachiko Masuda (2), Arisa Shibata (2),
Ken Shirasu (2), Shun Hashimoto (3), Hisayuki Mitsui (3),
Shusei Sato (3), Takeshi Watanabe (1), Susumu Asakawa (1)

(1) Graduate School of Bioagricultural Sciences, Nagoya University, (2) Center for Sustainable
Resource Science, RIKEN, (3) Graduate School of Life Sciences, Tohoku University

17:45-18:00 2 41.0-009 Unveiling the potential biological control agents for root-knot
nematode management in serpentine soils
*Kai-wen Cheng (1), Hiran. A. Ariyawansa (1), Jiue-in Yang (2)
Dept of Plant Pathology and Microbiology, National Taiwan Univ (1),
Dept of Nematology, Univ of California, Riverside (2)

18:00 - 18:30 BHEANS ! BEEBZICTRA
18:30

BFS@ITM 20X

20:15




29th. November
Room 43

Rising to the challenge: Young scientists in JSME

9:00-9:15 2 43 0-a01 Combined molecular and stable isotopic analyses reveal the
microbial nitrogen cycle in the deep-sea sediments

*Kanae Kobayashi (1), Akiko Makabe (1), Masahito Shigemitsu (2), Satoshi Hiraoka (
Miwako Tsuda (4), Masayuki Miyazaki (1), Tomomi Sumida (

3),
3),
Hidetaka Nomaki (1), Takuro Nunoura (3), Shinsuke Kawagucci (2)

(1) X-star, JAMSTEC, (2) RIGC, JAMSTEC, (3) MRU, JAMSTEC, (4) SIP-PT, JAMSTEC

9:15-9:30 2 43_0-a02 Cancel

9:30-9:45 243 0-a03 Characterization of the Global Ecological Traits of Marine Chloroflexi
Using Metagenomic Big Data

*Chungqi Jiang (1), Yosuke Nishimura (2), Susumu Yoshizawa (1)

(1) Atmosphere and Ocean Research Institute, The University of Tokyo, (2) Research Centre for
Bioscience and Nanoscience, Japan Agency for Marine-Earth Science and Technology

9:45-10:00 2 43 0-a04 Alterations of symbiotic gut microbes by urbanization

*Hiroaki Masuoka (1), Yuki Mizuno (2), Mihoko Kibe (2), Satoko Kosaka (2),
Sae Sekiya (2), Kazumi Natsuhara (3), Kazuhiro Hirayama (4), Nouhak Inthavong (5),
Sengchanh Kounnavong (5), Shinsuke Tomita (6), Masahiro Umezaki (2), Wataru Suda (1)

(1) IMS, RIKEN, (2) Grad. Sch. of Med., Univ. Tokyo, (3) Fac. of Nurse, Toho Univ,
(4) Grad. Sch. of Agri., Univ. Tokyo, (5) Lao TPHI, (6) Grad. Sch. of Env., Nagoya Univ.

10:00 -10:15 2 43_0-a05 Genomic adaptations to temperature extremes: a case study of
methanogenesis

*Paula Prondzinsky (1, 2), Sakae Toyoda (3), Shawn McGlynn (2)

(1) Institute for Extra-cutting-edge Science and Technology Avant-garde Research (X-star), Japan
Agency for Marine-Earth Science and Technology, (2) Earth-Life Science Institute, Tokyo Institute of
Technology, (3) Department of Chemical Science and Engineering, Tokyo Institute of Technology

10:15 - 10:30 Break time

10:30-10:45 2 43_0-a06 Water flow navigates the long journey of surface-associated bacteria
living in hot springs
*Naoki Uemura (1), Naoya Chiba (2), Masatada Tamakoshi (2), Daisuke Nakane (1)
(1) Dept. Eng. Sci., UEC, (2) Dept. Mol. Biol., TUPLS



10:45-11:00 2 43 0-a07 Analysis of the relationship between soil power generation capacity,
bacterial communities, and soil properties in Japan

*Zihan Yue(1),Kun Yuan (1),Mayuko Seki(1),Michiko Yasuda(1),Shin-ichiro Agake (1),
Keisuke Matsumura(1),Naohisa Okita(1),Wako Naoi (1),Katsuhiko Naoi(1),
Shin Okazaki(1),Haruo Tanaka (1),Soh Sugihara(1),Naoko Ohkama-Ohtsu(1)

(1) Tokyo University of Agriculture and Technology

11:00 -11:15 2 43 0-a08 Eygluation of Purified Bacterial Exopolysaccharide as Biostimulant
Agent Improving Plant Growth Under Abiotic Stress

*Aoudi Yosra (1), Shin-ichiro Agake (2), Safiullah Habibi (3),
Michiko Yasuda (4), Naoko Ohkama-Ohtsu (5)

(1) United Graduate School of Agriculture, Tokyo University of Agriculture and Technology,
(2) Institute of Global Innovation Research,
(3) Institute of Agriculture, Tokyo University of Agriculture and Technology

11:15-11:30 2.43.0-409 Eyploring a novel glycine biosynthesis pathway in Thermodesulfatator
indicus, a thermophilic sulfate-reducing bacterium using isotopomer

analysis.
*Tomoyuki Wakashima(1), (2), Yuto Fukuyama(3), Shigeru Shimamura(4),
Nao Tsunematsu(1), Takuro Nunoura(3), Yoko Chiba(1), (5)
(1)CSRS, RIKEN, (2)Grad. Sch. of Sci. Tech., Univ. Tsukuba, (3)CeBN, JAMSTEC,
(4)SUGAR, JAMSTEC, (5)Inst. of Life. Environ. Sci., Univ. Tsukuba
11:30 - 11:45 Break time
11:45
K=
12:45
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Rising to the challenge: Young scientists in JSME

15:30 -15:45 2 43_0-p01 Analysis of a two-component system of Ideonella sakaiensis
expressed during PET degradation

*Ardra Nandakumar(1), Akiyo Takayama(1), Min Fey Chek (1), Shosuke Yoshida(1)
(1)Graduate School of Biological Sciences, Nara Institute of Science and Technology (NAIST)



15:45-16:00 2430002 Accumulation of nitrogen oxide intermediates during aerobic
denitrification modulates the evolutionary potential of microbial
populations

Kohei Takahashi(1,2), Mamoru Oshiki(3), Chujin Ruan(2), Kana Morinaga(4),
Masanori Toyofuku(5,6), Nobuhiko Nomura(5,6), and David R. Johnson(2,7)

(1)Graduate School of Sciences and Technologies, University of Tsukuba, (2)Department of
Environmental Microbiology, Swiss Federal Institute of Aquatic Science and Technology (Eawag),
(3)Division of Environmental Engineering, Faculty of Engineering, Hokkaido University,
(4)Bioproduction Research Institute, National Institute of Advanced and Industrial Science and
Technology (AIST), (5)Faculty of Life and Environmental Sciences, University of Tsukuba, Tsukuba,
(6)Microbiology Research Center for Sustainability, University of Tsukuba, Tsukuba,

(7)Institute of Ecology and Evolution, University of Bern

16:00-16:15 2 43 0-p03 Ecology and physiology of endonuclear alphaproteobacterial
symbionts (order Holosporales) infecting termite gut protists.

*Kong Suet Kei (1), Katsura Igai (1), Kazuki Takahashi (1), Satoshi Murooka (1),
Hirokazu Kuwahara (1), Tomoyuki Sato (2), Moriya Ohkuma (2), Yuichi Hongoh (1,2)

(1) School of Life Science and Technology, Tokyo Institute of Technology,
(2) Japan Collection of Microorganisms, RIKEN BioResource Center

16:15-16:30 2 43 0-p04 Dijscovery and evolution of obligately-intracellular parasites
belonging to the class Clostridia

*Kazuki Takahashi (1), Hirokazu Kuwahara (1), Yutaro Horikawa (1), Kazuki Izawa (1), Daiki Kato
(1), Tatsuya Inagaki (1), Masahiro Yuki (2), Moriya Ohkuma (2), Yuichi Hongoh (1), (2)

(1) Graduate School of Life Science and Technology, Tokyo Institute of Technology,
(2) Japan Collection of Microorganisms, RIKEN BioResource Research Center

16:30 -16:45 2.43.0-05 Bacterial Community Structures and Antibiotic-Resistant Genes of
Chlorinated Reclaimed Water Discharged from Municipal Wastewater
Treatment Plants (WWTPs) to the Urban Rivers
*Mohomed Shayan(1), Yuki Nakaya(1), Hisashi Satoh(1)
(1)Department of Environmental Engineering, Graduate School of Engineering,

Hokkaido University, Japan

16:45 - 17:00 Break time
Others

17:00 -17:15 2 43_0-p06 Post-treatment of microbial fuel cell (MFC)-treated effluent by zeolite
adsorption and microbial photosynthesis
*Que Nguyen Ho (1), Toshiyuki Yagi (1), Ikeyu Kyo (1), Naoko Yoshida (1)
(1) Department of Civil Engineering, Nagoya Institute of Technology, Nagoya, Japan

17:15-17:45 2_43_0-p07 Biotechnology of Dehalococcoides species
*Lorenz Adrian (1,2)

(1) Helmholtz Centre for Environmental Research — UFZ, Leipzig, Germany,
(2) Technische Universitat Berlin, Institute for Biotechnology, Berlin, Germany



17:45 - 18:00 2_43_0-p08 Unveiling electric syntrophy in methanogenic systems: Anaerobic
sulfide oxidation to S° coupled with CO,-reducing methanogenesis
Heejung Jung (1), Hyeonjung Yu (2), *Changsoo Lee (3, 4)

(1) Department of Chemical Engineering, Columbia University, USA, (2) Geologic Environment
Research Division, Korea Institute of Geoscience and Mineral Resources, Republic of Korea,

(3) Department of Civil, Urban, Earth, and Environmental Engineering, Ulsan National Institute of
Science and Technology, Republic of Korea, (4) Graduate School of Carbon Neutrality, Ulsan
National Institute of Science and Technology, Republic of Korea

18:00 - 18:30 BHEE~ANS ! BEKIZICTRA
18:30

BFPL@ITM 20X

20:15
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BESHE - B

9:00-9:15 2440201 WEABDNBRICHE T S NEMEMIEELEF DIEE
HI B, B RAEQ) . @5 BEQ) . BH BE)
(NILEKX BENFTRBLL A —. QBT 3)IrV AKX

9:15-9:30 2 44 0-a02 Wastewater-based epidemiology using monitoring SARS-CoV2 virus
in municipal wastewater treatment plants to explore the determinants,
occurrence and distribution of COVID-19 in wastewater collection

areas

Subin Kim*(1), Jayun Kim(1), Myeonho Park(1), Sangkyun Kim(1),
Seongsoo Park(2), Keugtae Kim(2), Eung-Roh Park(3), Joonhong Park(1)

(1)Department of Civil and Environmental Engineering, Yonsei University,

(2)Department of Biological and Environmental Science, Dongguk University,

(3)Water Supply and Sewerage Research Division, Environmental Infrastructure Research
Department, National Institute of Environmental Research, South Korea

T/ LRF - T EYF

9:30-9:45 244 0203 ADEARBRUEBRICHEL TV LHHE - KEBSKEEOREHR
R RE(1). W HI(1). Bt EE()
(AR - £HE

9:45-10:00 24404204 £ FERNHERICHET5—BRIELRFFHAEOZHEELBARED
—BRbixFRS
AW &TE (1), I EE (1), §8 XL (1)
(1) REBK - [RE

10001045 244 0205 i L NETBNREET VL — TSEQ B L B,
*REFERW(,2), 4 K5 TRAIS (1), FEEQ), KBEHBZ=(1), Fbh BIEA4)
(1) ALK, (2) BEZH, (3) EinHE, (4) mfHX

10:15-10:30 Break time

Z Db

10:30-10:45 2 44 0206 FFER VNV HICH LN SN BFIERLE ZTDORERE

*HILETK (1,2), HU Tingting (1,2), RS (1,2), WARF (1,2),
EFHIE (2,3), RBER (4), BHw (4), BHIERE (5)

() BHEKX - REHEBEHE, (2) BEEX - IMaSS, (3) RFTE : EHRH,
(4) BFIEIREIFEARA, (5) RIIE - HRMEARITIL—T

10:45-11:00 2_44_0-207 KEYIPHEMARFIEM (PMFC) ICHEITHREEHEMICES T 5MEY
i ZE(1), KR Z—(2). B BHQ). MNFE & LY 4). BB RBIT(1)
(MRBNFIEF, QFTV—VTFT1RTLA, B)=ZV—IL, DRENST A/ RE



11:00-11:15 244 0-a08 FHHEIEBEEY M IRIRIE & A TSR ROBEMB R BIT
*FA—, L TO
¥ &%tkomham

11:15-11:30 2440200 A VA TS ATIZ KA REBEAEOSERDEOHE
TRk ARE(M),7VR 7 ¥YARS j(2)(3),5§7k —B(1)(2)(3)

(MFFERZRZR BARPRTTER, QFEKE 1/ NA—L 3 VB EHEERE,
Q)VEMERKE ARHEEZHEHARE L5 —

11:30 - 11:45 Break time
11:45
K@=
12:45
12:45 - 13:00 Break time - B RARY bik— AT S !
13:00 ° s N el -
RRE— Y aV@BRARY FR—IL
13:00-14:00 Hi¥ 13:00-14:30 SREFRE
14:00-14:15 Communication Time 15:00-15:15 S EFKE
15:15 14:15-15:15 %
15:15 - 15:30 Break time * OBEHR(CITZ S !

Z Dfth

19:30-15:45 2440001 |htegrated Effects of Single and Co-inoculation of Plant Growth-

Promoting Rhizobacteria isolates from Afghanistan on Their
Physiological Characteristics in vitro and Their Influence
on Rice Growth

*Safiullah Habibi (1), Tadashi Yokoyama (2), Mohammad Daud Haidari (3),
Akihiro Torii (4), Michiko Yasuda (5), Naoko Ohkama-Ohtsu (6)

(1) Fac. of Agri., Tokyo Univ. Agri. Tech., (2) Inst. of Glob. Innov. Res., Tokyo Univ. Agri. Tech.,
(3) Fac. Of Agri., Kabul Univ., (4) Fac. of Agri., Tokyo Univ. Agri. Tech.,
(5) Fac. of Agri., Tokyo Univ. Agri. Tech., (6) Inst. of Agri., Tokyo Univ. Agri. Tech.

7 AILR

15:45-16:00 2 44_0-p02 Transcriptome of virophage reflects its infection to APMV
Jingjie Chen (1), Hiroyuki Hikida (1), Hiroyuki Ogata (1)
(1)Bioinformatics Center, Institute for Chemical Research, Univ. Kyoto

16:00 -16:15 2 44 0-p03 Exploring the diversity and dynamics of giant viruses in a deep lake
through long-read metagenomics

*Liwen Zhang(1), Lingjie Meng(2), Yue Fang(1), Hiroyuki Ogata(2), Yusuke Okazaki(2)
1)Graduate School of Science, Kyoto University; 2) Institute for Chemical Research, Kyoto University




16:15 - 16:30

16:30 - 16:45

16:45 - 17:00

17:00 - 17:15

17:15-17:30

17:30 - 17:45

17:45 - 18:00

18:00 - 18:30
18:30

20:15

2 44 0-p04 Discovery of Endogenous Giant Virus in Arbuscular Mycorrhizal
Fungi: Implications of a dsDNA Virus Infection in Fungi

Hongda Zhao, Ruixuan Zhang, Junyi Wu, Lingjie Meng,
Yusuke Okazaki, Hiroyuki Hikida, Hiroyuki Ogata

Bioinformatics Center, Institute for Chemical Research, Kyoto University

244 0005 Medusavirus £ R b UH1DEHIFRIRIC X 58 EMAEZO
BEH AL I IL~DZE

IWARRE(),BMBEM)
RRERK - RE

Break time

2440006 EOEREREDNAAFIL LS VDRI S—ENN)TIVAT7—
KHP30D B EEIC R ITTHE
*EiE BF(1), FE BRE(Q2), 18 BEF), 6l EE(), BE 8(1), E EEQ)
(1) &%0K - E, (2) JAMSTEC - £HEIZt 44—, 3) BHFE KX - @Rk

244 0007 FKBDANRERIZCHEIFTEIERIAIILAD S BE & FHiE
*BE EE(1), BA BEQ), HAH—(1)
(1) BUEX - BT, (2) REX - %&E

244 0008 FRHREES 7 ¢ KHeterosigma akashiwo D™ A JL R EHiiE
TRABLR(), FAAM(), MEHE(), BIEBT(), RBE=(1)
(1) BEIKE - EMEE

2,44 009 FBMEDBEAMNDHT-S SO IIABBEEEROER
“EMEhZ(1), #HEZ(1)
(1)IREBK - 1EHF

BES~VE ! BER/FICTERM
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9:00 -9:15

9:15-9:30

9:30 - 9:45

9:45 - 10:00

10:00 - 10:15

10:15-10:30

10:30 - 10:45

10:45 - 11:00

11:00 - 11:15

11:15-11:30

11:30 - 11:45
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2_5_0-a04

2_5_0-a05

2_5_0-a06

2_5_0-a07

2_5_0-a08

2_5_0-a09

£ - AH

BEFSHEHEEICKSIVERET
RIR R(1). KA WBE()
(1) FEX - bRE=

Shewanella sp. M-Brik ) RFE B ETERDFEE
=8 A1), XA WE(1)
(1) FEX - lEE=

FHRIER/ T O LB THE O B

“RAE BER), WA BE2), XA wE()
(1) FEXZKREZ, (2) BIRH

Bl E Pelosinus sp. IPAKPRERFETTRETHZ VIV ED
WA

AR 24E(1), LR ERH2), RE ERE(3), XA HE@4)
(1)FEREE, (2)ERY, Q)EEAHUIRE, )TFEARE=

HERER L E Nitrobacter sp. CN101#%DEE LIEERICL S
BEEFREDEL
*BE YEN), WEhB—(1), %L ER(1)
(1) hRX - RET

Break time

Light-driven iron oxidation by an enriched Chloroflexota phototroph

*Jackson M. Tsuji (1,2), Teruhiko Kashiwabara (3), Masaru K. Nobu (1), Hiroyuki Imachi (1),
Tomohiro Watanabe (2), Manabu Fukui (2)

(1) X-star, JAMSTEC, (2) Inst. of Low Temp. Sci., Hokkaido Univ.,

(3) Res. Inst. for Marine Resources Utilization, JAMSTEC

BAEMRROERIELSYIC & DHEYERFIE
HEf. AEAM. BARE. EREE. AHT. EIRR
BEHEEA Y b —ERBEHE

YEfEIR Part 1
BerEE ) UBERILICK YIETEY LRI R EME OB

*ILeh Z 5 (1), Cao Thi Thuy Linh(1), 2 EX(1), BEH E—(1)
(1) LEX - lRfEERHF

BEEETHOHNE LG > TRBRETOA I VERT—X7D
EEERPHRETE
il BT, M HE()
(1) E#E

Break time
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12:45

12:45 -
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13:00

15:15

15:15 -
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15:45 -
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16:15 -

16:30 -

16:45 -
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16:45
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eSS oFarvtesr—
11:45 - 12:45
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BEYSILAAERE
BE s TR ko vk

—— =

Break time * BT RA XY FiR—ILAITZ S5 !
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HEw - AV 74+xT7T4 07X B

N RA—Ty e TOI74+7REEORRE

T EFFE(). BAPERA) . EBEE—ER(). FERESRER(1)
(MEZHETK - ¥

KB A REXR

Patescibacteriaf il BN B 5T 5 T KBMEMEDFTHES
TR HE), KET 2MR(1), Bk BAN), BH E=F(2), £H HY (2), BZE B(©2), B 401, 3, 4)

(1) 3K - Br#itas, (2) E#F - CSRS, (3) X - AORI, (4)]X - CRIIM

AR UEREHCLEEHLHNEROMEFRIE

M B, FEEH22), BR FE—(Q)
(WREAERED, QEERK - REAR, QEZERK - RERF

HMES EE FTORAICE I REMENDO SHEMES & UEEHE

SRR ER(1), HA FT(2), Fit FE(2), B BB, BILE (1), (3), (4)
(1) REK - e, (2) ERBMHE SRR, (3) BEFIRTERE, (4) BRMPHRHE

AFEOAPMD T 4 L2 —ZRIBY SEFHAD DB - FEIERER

WO BSAE(1), WEFIE(2)
(1) BREIK - BAE, 2) BHEK - &%
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17:00-17:15 25000 REHAMEEEY, SEULF1SHET TS/ F MUY LOBEICHT
BEBFMEENORE

BA ZiB(1), BER FF(), £EF £#(2), LH ERXQ), B £4),
AN BETF4), REH E(4), BT FBA4), L4 MH48(3), =/ FHE(1),
AR K#(2), I Fh(5), &I BU6), a4 BRF(7), Fith iZ(7), X% K2, 8)

(1) B@EX - bg - BARME, (2) FEX - BT, (3) KERIRRKHL, (4) KEHBEEIRH,
(5) FE#AER, (6) KEEMSIBILATRR, (7) BB, B)FmMK - A= 21— O

17:15-17:30 2.5.0-007 Bacteria from skin mucus of fish can be used for biocontrol to
suppress bacterial cold water disease of Ayu, Plecoglossus altivelis

*Mio Takeuchi(1), Takumi Tsujio(2), Taiki Katayama(3), Hiroaki Suetake(4), Erina Nagata(2)

(1)Biomedical Research Institute, AIST, (2)Faculty of Agriculture, Kindai University,
(3)Institute for Geo-resources and Environments, AIST,
(4)Faculty of Marine Science and Technology, Fukui Prefectural University

17:30-17:45 250008 Towards an understanding of the ecology and evolution of giant
viruses in mesopelagic layer

*Wenwen Liu (1), Yusuke Okazaki (1), Hisashi Endo (1), Hiroyuki Ogata (1)
(1)Institute for Chemical Research, Kyoto University

Y& G Part 2

17:45-18:00 25009 EXBEKPDEBRBDEZT7 VE=TICE#R T 5EMUNBEHOBAF

EW OE)., FHEBEQ. E MmT0)
(1) EEHATRESTIERR - BEAIEHELM. 2) RREIXY - KERISHER

18:00 - 18:30 BEEANE | BELSB(ICTEA
18:30

BPFES@ITM 10X

20:15




9:30 - 12:00

12:00

13:00

16:00

30th. November
Room 31

ORI L
9:30 - 12:00
Cool Earth via Microbes
- WEMICEB LZREWRH AN, OHIBHAR D RATHR -
KAk B (2T R RIDIETATOEM) - ARIR BF (R AP RS EGRS2HER)
HE EEL—>Tav bTAOSIH b
3315201 ERFHMNC I (T S IHIEE O S HREBRHT & PR TH L HHIF D BE F

*K# E. £ F. Aoyagi Nobuhiro Luciano. & KBS, L8 BERF. i ¥
BEHE - RIRHT

331502 BIHBRIETTBERIC & SEBIEER(NO)DEMR
SRR (1), AR ERH(1), BB R, MRE RFQR). BE RQ). 8K A1), BB
(DERRI#BR. QERAY. RIANHETE

331503 4 A XIBFBE DON,OZ e % F A L /=N, Ok H Al
=
A - IRk

331504 SERRHEERIDclade Il nosZ N ,O:ETTHIE ITHEKRBIZEIT2FHL
NOV U H ERYEEM?

*FH BE
RREIKRFRER

3315205 IFREINOETD A A =X LFERICL1HT
“BH R

SRYRKENLATY J OS—HEFH

3.31_s-a06 TIEMABID 1 KHFHSTHNONOETHEHDHEEES
*JLIE BB(1), #05E BAK(2), &H #RBA(3), Mk [LiE4), BBk 11'R(2), miZE K (4)
(NEBIEKRZ, 2QINARO, B)BIABEKRE, 4)ELKZE

3318407 VF AP AL I VRIZKBN,OHETIEMEMDIRE
*RAR ER(), BARB—(2, 3), gk IL#E(1), FE K1), B BIE(), FHih E£5E(1), BE E£(1)
(MEILX - BrES, (2)FILK - ToMMo, (3)FALK - BelE#k

Lunch time

RKE—ILA !

~ RAR—IVIZTHIHE ~

=ERK 13:00-13:40
SHEEES 13:50-15:50
EA&= 15:50-16:00




30th. November
Room 41

9:30 - 12:00

9:30 - 10:45

3_41_S-a01

3_41_S-a02

3_41_S-a03

10:45 - 12:00

3_41_S-a04

3_41_S-a05

ASME Session Symposium
9:30 - 12:00

Microbial ecology in marine, fresh water,
and terrestrial systems

High-resolution microbial eco-genomics in deep freshwater lakes
*Yusuke Okazaki (1)

(1) Institute for Chemical Research, Kyoto University

Assessing Ecological Disturbances in Groundwater Systems: Insights
from Microbial Community Structure and Phenotypic Profiling
Jin-Kyung Hong(1), Soo Bin Kim(1), Eun Sun Lyou(1), Jaeuk Youn(1), and Tae Kwon Lee(1)*

(1) Department of Environmental and Energy Engineering, Yonsei University,
Wonju 26493, Republic of Korea

Community assembly processes of deadwood mycobiome in a
tropical forest revealed by long-read third generation sequencing

*Yu-Ting Wu(1,2), Witoon Purahong(3), Li Ji(3,4)

(1) Department of Forestry, National Pingtung University
of Science and Technology, Pingtung

Microbial ecology in extreme environemnt
and geomicrobiology

Alteration of Soil MicroAlteration of Soil Microbiome and Nitrogen
Cycle by Earthworm Invasion in the Hardwood Forest of Northern
Minnesota, USA

*Jeonghwan Jang (1), Satoshi Ishii (2)

(1) Division of Biotechnology and Advanced Institute of Environment and Bioscience,
Jeonbuk National University, Iksan, Jeonbuk 54596, Republic of Korea,

(2) BioTechnology Institute and Department of Soil, Water, and Climate,

University of Minnesota, St. Paul, MN 55108, USA

How did life and photosynthesis co-evolve?
Arisa Nishihara (1), Yusuke Tsukatani (2), Chihiro Azai (3), *Masaru K. Nobu (4)

(1) Department of Life Science and Biotechnology, The National Institute of Advanced Industrial
Science and Technology, (2) Biogeochemistry Research Center, Japan Agency for Marine-Earth
Science and Technology, (3) Department of Life Sciences, Chuo University,

(4) Institute for Extra-Cutting-Edge Science and Technology Avant-Garde Research,

Japan Agency for Marine-Earth Science and Technology



3418208 Using Nernst-Monod model to evaluate Shewanella decolorationis
NTOU1 electrochemical kinetics: different precultural and carbon-felt-
electrode -pretreatment methods

*Shiue-Lin Li(1)

(1) Department of Environmental Science and Engineering, Tunghai University

12:00
Lunch time
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Syntrophic sulfur compound exchange between anoxygenic photosynthetic bacteria and respiratory bacteria
for anaerobic benzoate degradation
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(1) Department of Biological Sciences, Tokyo Metropolitan University
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*Nadia Aliyatul 1zzah (1), Chisato Hayama (2) and Reiko Sameshima (3)

(1) Graduate School of Integrated Science and Technology, Shizuoka University,
(2) Faculty of Agriculture, Shizuoka University, (3) Academic Institute, Shizuoka University

BRET/ LD LRIEShREFKFERECED (CPROBEHE
Il FRER(1). B AEE(1). KET AR(1). Bk BA(). #BH £F(2). %H HY (2. BE BQ). && B(1)
(1) X - Be#itEst, (2) HHE - CSRS

207 Y BREEEYMMixotricha paradoxa & 25D MM R E (178 L £ HE O £ B O BT
*Fu Jieyang(1). Liu Yiting(1). ¥&#d #(1). £E BfM(1). KR AEF(1), L E(1). KEE BEh(2). RE#H—(1),(2)
(M EIX - £HET, (2) BHFBRC-JCM

Uncovering plant microbiomes using long-read metagenomic sequencing
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Role of Malassezia in Regulating Staphylococcus species in Skin Microbiome Composition
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Characterization of Symbiotic Nodulation Phenotypes of the Genera Vigna, and Glycine regulated by
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The effects of emulsifier Tween 80 on bacterial viability and metabolism of representative probiotics
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Violacein production and its ecological advantages in a barley-root isolate, Duganella sp. R57
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Enhanced Ammonium Removal
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Comprehensive Analysis of the Symbiotic Microbiome of Fagaceae Seed Parasitic Insects
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Simple 3D bioprinting fabrication and evaluation: A case study of uease-producing bacteria
Cheng-Chun Shih (1), Pei-Hsun Wu (1), *Chang-Ping Yu (1)
(1) Grad. Inst. Environ. Eng., NTU, Taiwan

BRIEHENEET SPREFRICL SFRLBESEORSE
AR BIEB(1), S BIEQ), FER #17(1), FI% HBAEQ), XM #E()
() FEXR - BE, 2) FEX - BE, ) B=ENEEREF

EY-REAEAEERICE TS 74 T LA U OBEERRAICANT
N BAZ(1), 7 15(1), sRUI FE(2), BE Rt (2), BIR BET(1), B B ), WE BN, 5), *BI% Ez(1)

(MERX - B, 2)(¥)S:E /MR, Q)RKE AR EMREMARR, @)HREK - £HRER,
B)FEK - MEMY AT FTEYTAHAREE2—



P311-A

P312-B

P313-C

P314-B

P315-C

P316-B

P317-C

P318-B

P319-A

P320-D

P321-A

P322-D

P323-A

TiE - EEUERER

1A/ LERE A 277/ LIEBROESRTICE S CEMERREMEME OMETE
RAREF(1)(2), TIIEFE(2)(3), HIEA(1)(2)(3)(4), FREIEHA(5), 7R LE(B), MILETF(1)(2)(3)@)

(1) BRIREEET, (2) EHBFIREK CBBD-OIL. (3) BT/ 54 JRIHHH.
4) BX - @B, 5) LXREGEZE. (6) LW KRR

AXBECHETIERACHEBEOSHELBRELE
AT EE
FMEE
The long term monitoring of airborne bacterial population in South Korea

So-Yeon Jeong*, Chi Won Lee, Ji Won Lee, and Tae Gwan Kim
Department of Microbiology, Pusan National University

I REIE E RBKBICEOS B
K BE(1) 008k 152,81 5T, Q)RE B(1)
(MBIEKX - B QEILZHEN Q)AMK - 2

HERERMEERBBIEEOS M

HEHE AER(1), KB BFE(1), ik E15(2), EH RiEF(3), & 2B(1)
(MEBEKRE - BEE, (2EILPHER, Q)NMKE - &

Impact of Organic Farming Duration on Soil Carbon Storage: Mediating Role of Soil Microbial Community
Stabilization

Bo Ram Kang (1), Young Jun Bae (1), Soundarya Rajapitamahuni (1),
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Dynamics of bacterial communities and antifungal activity of responded bacteria against sweet potato foot
rot disease pathogen Diaporthe destruens in different soil amendments

*Zin Mar Soe (1), Sakura Kihara (2), Daisuke Fukahori (1), Masao Sakai (3),
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The first DATA paper of microbial diversity in Taiwan: The diversity of cultivable endophytic fungi of the sand
coast plant [oomoea pes-caprae in Taiwan
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Isolation and characterization of ammonia-oxidizing bacteria (AOB) belonging to y-proteobacteria and a
nitrite-oxidizing bacteria (NOB) from tea field soils

*Luciano Nobuhiro Aoyagi (1), Yong Wang (1), Tsubasa Ohbayashi (1), Shintaro Hara (1), Toshihiro Aono (1),
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Microbial consortia in paddy soil generating ammonium from inorganic nitrogen compounds
*Chao-Nan Wang(1), Yoko Masuda(1,2), Keishi Senoo(1,2)
(1)Department of Applied Biological Chemistry, Graduate School of Agricultural and Life Sciences, The University of Tokyo, Tokyo,

Japan; (2)Collaborative Research Institute for Innovative Microbiology,
The University of Tokyo, Tokyo, Japan



P324-D

P325-A

P326-B

P327-C

P328-B

P329-C

P330-B

P331-C

P332-B

P333-A

P334-D

P335-A

P336-D

P337-A

P338-D

X FUBRMEBHLIECOES I VBR2OERLHMEREEEDEL
“thit EHE(1), BREX(2,3). FRNRAQ). Ik BIE(1.4)
(NHBEIARET, QBAHELY S —, Q)HAE. Q)HEIKRET

FFUBRMELENSSBENT-AFAVIES I UBRRERMED FF L S REHRME Lysobacter auxotrphicus
ZEHE BAIL(1). EREERK(2,3). EAEZ(4). ZNERKQ). NEEBEF(1). FE=(4)
(1) FBEIKET, 2) #KgEt> 42—, (3) #KHE, (4) NBRC

Ecological Functions of a Volatile Molecule Produced by an Isopod-Intestinal Bacteria.
*Masahito Kataoka (1), Toshiki Nagakubo (2),(3), Nobuhiko Nomura (2),(3),(4), Makoto Ueno(5), Masanori Toyofuku(2),(3)

(1) College of Biological Sciences, University of Tsukuba, (2) Institute of Life and Environmental Sciences, University of Tsukuba,
(3) Microbiology Research Center for Sustainability, University of Tsukuba, (4) Life Science Center for Survival Dynamics, Tsukuba
Advanced Research Alliance, University of Tsukuba, (5) Faculty of Life and Environmental Sciences, Shimane University

BALMICERT SRBABEMRECEYT SHIR
*E I CEF(), WA F(), BA)ERQ), 5% £AQ), £8 FE(), BN BEX(1)
(1) BAKBR - B4, (2) BAK - B4

Bacterium isolated from soil participating in mineral weathering by secreting gluconic acid and acetic acid
*Shaohan WU(1), Yugo KATO(1), Michio SUZUKI(1)
(1) Graduate School of Agricultural and Life Sciences, The University of Tokyo

Competitive Inhibition of Ammonia-Oxidizing Microorganisms in Co-culture System
*Seongwook Kim (1), Man-Young Jung (1) (2)

(1) Interdisciplinary Graduate Program in Advance Convergence Technology and Science, Jeju National University, Jeju 63243,
Korea, (2) Department of Biology Education, Jeju National University, Jeju 63243, Korea

BHh IR 5 O B comammoxl B O RERE I E D WG
“HE BRETI(1), B ER(), B #—(1)
(1) FRX - [RET

BtE LR 5 OB EHREBREBRILEEORRKES
*FE BWE(), Fih BRR(), S BRI, #Eh 8—(1)
(1) BRX - RET

TEAMIHERRICLES VT ILEILYT ) LB
R BE (1), EE B (1), (), (FEE MR (1), K B (1),
R EE(3), £ Eth (4), 2B R—E @) EE TQ),HME BAM

(1) BEHHEAE - BIREE, (2) ALK - £dfE, 3) BEKX - B¥, (4) bitBiome BRX &4t

Recovering of Ammonia Oxidation activity by Methane Supplementation in High Copper
Contaminated Environment

*Min-Ju Kang (1), Miye Kwon (2), Man-Young Jung (1),(3)

(1) Interdisciplinary Graduate Program in Advance Convergence Technology and Science, Jeju National University,
(2) Biodiversity Research Institute, Jeju Technopark, (3) Department of Biology Education, Jeju National University

HMRFEXEEL LTOELEYFRAX2 YEBELEAE OB SEEENT
“HRIE R (1), BiE B (1), 16 A (1), IRE B (1), )
(1) WK - R, (2) Wik - 2

1279 RiEmiRE L IROMEE L HREEOHRBEIEIIONT
R (), HE (1), B ER(1), RE E(1), (2)
(DK - Beiz, (UK - &=

HfaZR IS E S U - YR E TR ORIRE S B
*BiE BE(1), BEEx1), RIEBHRZ(1), IRE B(1),2)
(MMIWEX - BRE, 2QUEX - 2
IA—TFT4 T 74 VA —BEXICEYBONE7H I XADHBAEOEREIT
EOZER (1), @ FE), BiF < 5(2), #HE BFQ2), RE B (1), (2)
(1) WX - RRE, 2) WX - &
Effects of Long-Term Organic Matter Application on the Presence of Plant Growth-Promoting Bacteria
(PGPB) in Soil Communities of Oil Palm Plantation

*Fandi Hidayat (1,2), Rizki Desika Putri Pane (2), Fadilla Sapalina (2), Eka Listia (2), Tomonori Koga (1), Winarna (2), M. Edwin
Syahputra Lubis (2), Mugihito Oshiro (1), Kenji Sakai (1), Sri Nuryani Hidayah Utami (3), Yukihiro Tashiro (1)

(1) Graduate School of Bioresources and Bioenvironmental Science, Kyushu University, (2) Indonesian Oil Palm Research Institute,
(3) Faculty of Agriculture, Gadjah Mada University



P339-A

P340-B

P341-C

P342-B

P343-C

P344-B

P345-C

P346-B

FHMETEHIZE T FRBAERENBRORRER
BHORM=(1). REEM2)
(1) ®K - £#EH, (2) RK - £d@

NIEEEN,OZ A L 1= 1 8H 5 DN,0Dgross 4 FEEE D AIEDHA
HEKF2(1), RREBE(), B8 E(Q), BA HEM(1), #EH £—@0Q), BEMC4), 28 FEF@E), WHH—01)
(1) PRX - [RETL, (2) BIK - [RI%¥, Q)R#E SHEHARMH Q)EHEE RIREH

Unraveling the agarwood-inducing fungi in Taiwan
Yeh, Yu-Wei*, Kirschner, Roland

School of Forestry and Resource Conservation, National Taiwan University, Taipei City, 10617, Taiwan

FRBIEITELY 51 ~RELIRERENERH

HFZ(1),/8H % H(1),Khondoker Dastogeer(2), 3% 2 REA (1), BTHEF(1),
FIRM), SHEEAFF(),ZEELEF(1),OREHH1)

(MBIKX-RER, QNI ITY1RER

MEHMPHET—4ZANV-BXLEOMEDERDILE
*BARB— (1, 2), KARET (3), MERLE (3), BHKQ), EFHIEE (3), £ (3), BEXE (3)
(1) ALK - ToMMo, (2) ELK - BeiE#R, (3) BALK - BeEdm

CH, Flux and Microbial Activities along the Thaw Gradient in a Changing Landscape of Northern Norway
*Jeongeun Yun (1), Inge Althuizen (2), Anja Greschkowiak (3), Hanna Lee (3), Hojeong Kang (1)

(1) School of Civil & Environmental Engineering, Yonsei University, Seoul, Republic of Korea (2) Norwegian Research Centre,
Bergen, Norway, (3) Norwegian University of Science and Technology, Trondheim, Norway

RERMABRSMIIZED S ORMELEEIZEZ ZRE
KRR BERE(1), BE EQ), #a8 Hm(), A E—(3), B @), 28 FLF@), WHH—(1)
MFRK-REI. QBIK-RI%. Q)RUHE. DAXERN. 4)EHHEE. RIEH

Impacts of earthworm invasion on activities of soil nitrification in a northern hardwood forest in Minnesota,
USA

*Takamitsu Ohigashi (1), Kyungsoo Yoo (2), Yoshitaka Uchida (3), Satoshi Ishii (2)

(1) Grad. Sch. of Global Food Resources, Hokkaido Univ., (2) Dep. of Soil Water and Climate, Univ. Minnesota,
(3) Research Faculty of Agri., Hokkaido Univ.



HS_P1

HS_P2

HS_P3

HS_P4

HS_P5

HS_P6

HS_P7

HS_P8

HS_P9

HS_P10

HS_P11

HS_P12

HS P13

HS_P14

B R 2 — 55

BERISHRETIMENDES
Kia #HEF
BEOKEFREHBEEER
EEESOREHE
EHRE
BWERIUIEEY A IR 7OV T4 7TEEER
BIENELBEIC5Z2ER

BB FEE
WEMMIEES A TR 700 T 4 TRFER

KEALEMEMBRRRBEXER 206 —1RICBoh-ERBENMEIHEMOBEZFLOTNS
=E BKE. AEER
EREAEE EESHEER

BEMEOESZE ORBEICET I TR
BIE E5
=mERPESEEH

2 RY LS EOXBRICLIRREOFRILENORR
RHE. IHE EERD
SHERFEEEYH

BHRE~ ORI & DFRIELEAMDRER
AR R, B BT, RIS
SHERFESEYH

ATHEEROEENICE S RRBEORRS Z
SRR A, BME RIS, — Hi
SHERFESEYR

759 bA) JECENT IEEEFBREEROKRRELRY
MR BE, KREA )OS
WitE LA ERE Sk
HhAFRY72z/—LOBROERICEKBIATLAIIDRAOBETIHHR
17
WAtE LA ERE SR
R—IR—FARVZKIZEBNY EYV—TOFEAHICE K EFTHREDR
EI Bk
WAtE (LA ERE SRR

BRMOBEERZEL TREITLASOEFBRZHLNZT S

VISSANASITHTIBERTHELBPIHEORRORR

Pseudomonas REDAZRICLE ZKREBREICODVTORRMHAE



MERA— WSR2 T L
MML ...

s
LA TOMEMISRE R Y —=V I HTILE
536
s ¥ 21070151 VA&

W

KOy 7Ly b ERELETY /09—

AT—=50 g *7‘/7‘)/’7 E‘V EEO "j"’/7')‘/9° oD Eﬁfﬂ“%
T @ BIRIEE - RV Y-V I DL TIEEEHI

(*’f@*”ﬁ) BX 200 ADEHOLTIEEHTEE

]

MEE

w

4
[V 15 HE1-13 100 RO EHIEEHTTEE
[V BEGRED I IERAIY—=YIEFORM

IV r—3av
[ BEHROnS
[ EOEGELDY1SL—YaY | |
[ HEELERBORIY—=VY

| CERCTA
K4 > S u 2
salt conen, (%)

& Nacl BEAKBEEMNBEINEL L TWL
BEEYa1IL—Y3Yy

L PR T HTCEAT  Tel: 03-6222-0285 / Mail: bio@s0.as-1.co.jp



EVIDENT

TFORNWNAR=S TS 2T APX100
MREREZALICERITFSHENAA=SVISRTLA

BWIRA A=V JICRBIE SN FE R
ERNGI—H—A2F2—T 1 XAl
—EDAY— T
MEINT-APX100IZ.
FELWPTSLREEZ
ERICRIBLET,

GEEAT Y
SR
A R=S2Y

MENTH
HZR D1
SEE

MRAEtIEST >V
T163-0910 RREFBFEXAE#ME2-3-1 FEE/UR  [BEVEDE]BEFMEREY— 0120-568-0414 OLYMPUS
EvidentScientific.com www.olympus-lifescience.com/ja/contact-us




ERMD1000fEDAN—TY M

e/ MEMRAIV-ZVI&E

Droplet 4
SHKEINILYAY - #oeE /AR

FmEEER

HR(CDEIL . FEEMEHICEDEE(LLEHMINR KT,
R HEMZIDIDHA IEBISENTIRETT,

e UL XED ROYILY MR TR - D8k - OV —FT1>
JRTSHUNHDFERATUR,

g
TN MHEYORBEROABREIC LT, ROVILY M
R, DB SYINTV—FAVITEBHBR
7" On-chip® Droplet SelectorzBFEUFU k.

TREWE- I RARITIRIE
W HEPAJAILA—
BIRETF v\ —ANCHERER]

NAIOREEA TR - #ik
m ROy Ly b/GMD
FIR1porovY) Fdis

m G AR I
W 96/384well ERAIMINE
On-chip Droplet Selector
Droplet SelectorZ FAWEAIU—=>9 Dl |— On-chip® Droplet Selector

RN W L ocr [ ouo-ceosn
~

On-chip® Droplet
Generator

g%igﬂ@ [ELani:E: )
LN ROy Lw NERSA) R - B EYAIEGE
B B RBEIETR

-HNREREEAVVARE

RAIOREFVIAT
FRATT - 53t - RS |

PEREXITD 1000f5D RN —TY NTUUFHEIREL RDET

OFEMECEIVWVHMENRR - B2 KTER) Q1L HIEER TOMAERI-=24
QIAELEMRBDRI-Z>) @Y ) hiREELIMRRDIO—-=>)



T
-— ' ., |
T 5 DRI S B,
=3 g COECoVEGEOle

¥
-

e W —
AEHBDIIZ, A IV 1 IKBEDTHEME & AR,
5= TREGFRREBEBFENELTVET,

KiEez. kezzz. A TIJ

HAILFI)ARK L 71368631 ERMIKEHH 1T H2E82 TEL(03) 5635-5100 FAX(03)3699-7030 WWW.Organo.co.jp

ik 28 B 76
XHEMAFELLT,
[PE-F-H-E %
XZTwEJ,

WA amr—riz. TAmE%En]
THMELEH | oERE0bE,

AE oG AR TEELLED
WAL ML THIICEBMLTYE T,
WMEmMELBERELLT
HoHWHZ—AEBIBAVAELET,

Cl et h—v

T460-0002 HEHEMHRADANI-8-5( Ktt)
TEL '052-971-6533(4%)
https: //www.cahc.co.jp




Think Safety

BARDERDZEZEERLET,

Argyle™ Fukuroi

Argyle™ Fukuroild. #EBEHTICHHIRHAFRKDEYE— “HTIFIC
% - HEZHRITEHEDT SV RTT,
KHTIBTIFN974FEDB T LR, MELDERZEREL
BARDERDIIFICEREIFLTENIELT,
EROEBRRKEEDEZRRL. BEADEBEEAITELCEHMERETT
BADEEDREZERLET,

—
—
B

L

% e @

==
S = _=

E%? éégagss
Argyle™ Fukuroi

SMAC 73X

B2 RERES | 21900BZX00953000

Argyle™ Fukuroi
PICCHv b

EFERAGRES | 21900B2X00862000

Argyle™ Fukuroi
PlAT—7IV Fv bk
BRI eEGRES 1 20700B2201224000

BENEHLEL
H—T 4 FILNIVAR &

TEL 0120-917-205
cardinalhealth.jp

©2023 Cardinal Health. All rights Reserved. CARDINAL HEALTH. Cardinal Healthd I\ ARGYLEECardinal HealthDBIZX IS HEREIZ T,

Argyle™ Fukuroi
RA7AZ—RIL R—F
ERIERAGEES | 22600BZX00459000

CardinalHealth




:QQQ. Q,ACUify One

=
ae

QlAcuity 7IHJ)L PCR R T L S|

2R S TIIVAE.BIRYE

- BVEERECBRM

cHERBRD— 70— (B ET T4 LTHSERET 2 BREIUR)
cBAKS5REDVILFIL v 2Kk

BT I)Tr—=2avIiliEL-BERREES VYT

* 21 CFR Part 11515

EHMES D
BN EEICKD
D % 1k M i

33’ QlAcuity DT —270—

mroogr B

EBHEBHT
N=F1>a=>7y,
PCR, TX—2>%
ZLUTHITETE

dPCR 7L —t%
=T
HEICYh

dPCR 7L—hIC
RIGEREDE

QlAcuity TS 2IL PCR S RTLFAVFvT

7T —232 )
o L ETM O\ AR
*? dPCR LNA Mutation Assays 'Q‘# dPCR Microbial DNA Detection Assays
BEFRR miRNA #&i fmpaaE - B FiamE
QuantiNova LNA PCR Assays miRCURY LNA miRNA PCR Assays AAV Gene Therapy Assays

TR
QIlAcuity OneStep Advanced Probe Kit

Trademarks: QIAGEN®, Sample to Insight® , QlAcuity™ (QIAGEN Group). 2303033 08/2023 © 2023 QIAGEN, all rights reserved.

JE—#HZE(CNY)
dPCR Copy Number Assays

@

BIEFHERZ Y OREH
dPCR Copy Number Assays

UExyRNIFT—
dPCR LNA Mutation Assays
dPCR CNYV Probe Assays

Sample to Insight




Oy JyY)—ko—ro9—%zR0 \tgi’éﬁ%‘ﬂﬂ*ﬁ@
N—=RFIVeTPIFET !

JAPEXIGEY

2023 EFIFOZHFIEIERevio TREREALFE LT
Revio &5 =V F AR M EMZ SNB 8. BITER
INETH. JAMIIE. ZETFB T EDAREICEY E LR !

DNA EMICEBVWEZB X
RINEREBHN DTz,

T/ LEERICYRE
owier DNA &5 4 ug»5

Ya—-bY-RCRRERZR

o ERRARZTC 5o 200 ngic!

PCR Z175E DNA D> 175 —ARAEN &
WERD YT / LB DIREICGYET, IhETHE
DNA HISIEHEDA T 3 TLIeDT. REEWNT
40,000 . Ei%4H 50,000 ADEMERHREL T,
SRENGAIBETIF T,

H52h. PR 7 —DHREHARETY (EIMKETRE,
BELHYEEA).

RacBio® Revio/Sequel lle
s/ LEEtRDFhEE B

TR OBRor 757 BGT—%

g (FiA) fHA fNamAZAE
120,000 F3+40,000 P DNA R |
L2 120,000/ 4710

il

[RIZEID

IR AN A il

B JLGAR Sk -
R I0MDLIE  200Mb  won 110,000m 4y NG Asicas
STt 100,000/ 4> 7L 35 EER U
PN EPN 200,000-F3+50,000- P DNASHRS) |
soMb it F  1Gb 150,000/ /%> 71
2 IHAR 300,000-F3-+50,000-F¢ DNAHS |
sy 10MoF  2Gb 2250008 /%70 .,
5 LA 500,000 F3+50,000 F i ov 1 | = i
100300Mb  6Gb 375,0007/ 4> 71v s
5 LFAR New! !
300MbiGb  20Gb 525,000/ /7> C3
_ i5Gbmel 700,000 F3+50,000 Fsmonasisy | 2 ILET
1evam 7> 50 Gb 2’ 800,000/ i 35 B

X1 BUST—R2IE 7/ LYAMRD 0BHERTT, 7/ LY A RS CTHRBIVTOY = > o GBI Y £,
%2 Revio ZBA LTI Dfcsd, BUGT —2BDERISEBICLGSHEREEDNH Y £T. RFERISELHP ZTHEIZEL,
Efe. YUTINEES Bcth. T—2RHETEE LA,

- L T252-0154 #05)||RABR R TR RTT 657
ﬁi I-— !l:@ ]:i-ﬁ TEL 042-780-8333 FAX 042-780-8334

= - <RREYUHE- BREE> dna@gikenbio.com




-
- \0
. .

9L LRY1I0
R947ﬁ§ﬁuT'

\

-

R
. e

-

/

P &

N
vl o]
iiiii‘iL s

Feesses

"“.

 @EBETEELIA, WML
ICHIE AR ETAE,
\ REREEYBES(E50% L HER,
O\ @NIVFITHIEIEEERAA T,
O MASHOKZ(T g
\ OFEREE
+15°C~ +60°C (R) |
EB+7°C~+60°C (K) |
S| @IV L—M552ME,
N 3(UaFa-I5vy | Ry
==l (S VIERW
=) WEHENG

ZI=70y 7iEEE

CTU-R/70TU-R

%@%@W‘?@W A fifikg ¥265,000/¥165,000) (F @ 5475155)

ONIVF T TAEIRTEE:

| CTU-R. =% mADTU-R
OERBEREH

0°C~ +105°C (CTU-R)

=;8+5°C~+105°C (DTU-R)

BISEIN=" [ ZIVFA7D
AT TEEBOBR IS !

V1 o70F2a—7PELEZTNMEEE
+105CE T, BHARES 1 713 7 0 /»g =
D59 DHEASF s http://rmtr‘z'c.net/ o i
T343-0822 B ER#A™TIAEH2693-1 TEL: 048-988-8359 FAX:048-988-8362 Email : senden@taitec.org




MEVIRERTE - MEMBRBERITODRZET
: WMEYI R E R

DNAEEECH AT - 0 F R RRAT
@ HZAE P ARG EZFIRE LIc ) F5RHt
RT3 ERIA L Z — XTI
@ HiE. BEEAL 1 E CRIKE) (SRS

F - EEFRYEIAEER
@ REEHER. 0= — MK KRERFRRDELIE®
FHEEM T EOMREER

@ B FRITDEMEERE L TRET 2L TIRE
T - TRIE S DLLERE RO AT RE

=i BEICE XTI
e @ BSEELHGEECE XTI

...... [rr—

————ne (B SRS AEATT

------ - I BN NN R

e A T i
— llllﬂl|lj:\llllllll @ F~ELANIVDIRBILEEFDHEEDL Pl ae
— o mEmm @ BiEE XS 7 — 2 B £ TS

SROEEL DD @ HHMEARIT £ DT RERTICE IS

') 771V % A s PCR &4
@ HENMBRICEDLSHME PERBIRICED
27 VEZTEBACHRETG EDEERT
Q@ R T T A —DRFHREID SIS AT AE

/= I
A&k
7T AVY— i AEMRVS-VIEE TS —

—EROREBERME EHEYIERRD DNA HNEAT 24 > 7 IV OME R T Tl
RN DNA Y PCRIBIRBE NS C & C. FEMTTER DT E D Streptophyta (HEH))
THOHZTENHVET, ZTTHRE. MEESET CLCHAETNS
V3-VARBI 7S A< —1t v bOfthc, EEiFA DNA D PCRIBIRBENEWN TS
J—ty bk V5-VIEETSA<—tv ) ZHLBELE LS.

M RBERMOMESEEITERELTCETA, V5V BRI Z/I—t Y
bZER LIcBA, Streptophyta DIREEIGHEU\—t > b TFICHNEIENS
TEDRERENFE LT, V5V BT S/ —1 v b ERAVHE RIS,
EYIHEEME OB ETRRATN TVET,

<) Y]
[=} [=3
& &

70%

60%

50%

40%

V3-V4 _ V5-V7 V3-V4 _ V5-V7 V3-V4 _ V5-V7
SampleA SampleB SampleC

oot = § o= 7% T424-0065 FHEREETIAKX RIF388EFHD1
**ECK*:|:77/Z} lljJ 77“ Tel: 054-349—6ﬁ155/ Eﬁmailzts?—contact@tecsrg.co.jp

TechnoSuruga Laboratory Co.,Ltd. hrops,/www.tecsra.cojp



FHh B EMTREKERID

T ®B7I-N1 @ AGM f
MY 1 1BIL S/ LR R, ol

&0 o
AGM™ (FHR—-ZFN - =4 o0h7+N)  [f70 :
HEF v b }Q‘ \i\;

VN VERT - RERIC R

AGM (7HAB0—XTIL - <A 7B HT7EI) |Z. THRE—XATILDO> )L

&5 1RO BEBEFEMN T, KRFRETHHTE, A7 /LA TDODNA

BIROWTISMREESICHINAAIETY, 2 DB D EFFRM
(55570186855 ) #AGM™ S & L TIREL £,

7HO—Z>TIL(FIL)

MEM B

FILEEEDT (&Y

KIZE1LMRD ©> DMDARIGIC & 5 DNAEIE

s e

AGMIC B X h - KISE 1A (IR E)
B WEY 7T liaey / LB ERIR

B O THELWEWS / LAAN—KRTODNAEBIRICHS

B SEAERERERE, BEDTRRETT CICERAE

AGMA TMDAR :# IC381E L 7-DNA(iRE)

#Ret BEBETI=H 7v-70/09-2-hvk=-
T103-8284 HREBH KX NEN1-1-6
TEL.03-3279-0771 E-Mail : agm-sales@toyo.co.jp

https://www.toyo.co.jp/agm/




nite NBRC
NITEDODFEREBEL CL\DWEY =

. N EEAIT
o %

_\.ld'cl%'j I\h\bﬁt{-c

S M B BE 7T — &
7 > v b7 =L

DBRP

Data and Biological Resource Platform

& VNEL VERFRX by
HASEE CIRZRATRE
BLAST#:ZRI6E

MIFEEA NERERAEENE (NTE) DRI
NA4FA7Fv/0o—t2%— (NBRC) B

T151-0066 FREEFHEAXAFE2-49-10
TEL.03-3481-1972 & bio-dbrp@nite.go.jp




(WBIOTA

BRAISIRIBICIG U TeWEMYT ) LR —EX

REMENOT ) LEBRERL YR—E LI T, MXRBNSERAMEI TERBICOEB I,

H—EZ2DHN smonuamcams 2DONY—-ERXRTSY
_ 285 —RigR HEZMCHITS EEZEEOMEMRE MBIOTA Pack
;3;2 ifzﬁ AEMB i REMORBERELEN. ENOREOBE
g 1
“ 7RIV Z R OFF i
ZDOMERE
NAF1YTA9FT1 IR YiR—k A B EY - BRECEEOVBEORES

X RABIC K > TEITRBERDRD TISTNVEEA

v RHYXIST I L N
Y@ 25 ) Ly =5 @R
2 VH—k PRRVYZR

FIUFVAVI=5 U @R
(165 rRNA, 185 rRNA, ITS$EH)

=J

REVE—R PRNRYZE

2BV FRIAVZE
R i R
(3R /18E) | (455M / 1iik) (6751 / 14&4%) (87 / 14&4%) (BRME /1#86) | (125M / 118k)
ERHETR EREHETR SERHETR
(30BFE~/12=H) (40~ 12H) (20BE~/12=H)
MERERE - AL R— b 4o0BEm~)
ISGEN | HEWR. DTEWSE. 7 LS. HFOXREE. REREESEOHEL L
NAF1YTA9FT 1 DY R—~
BRI RO T T DNV A IR~ CERFEEOI VY I« VT
BIOTA®) 1 77 i
BEBDNATA DT 395 1D B mBEOT—9RR—X L FEMIgE
JRE DRI TSV ERVWTNA A1 YT AT 1+ DR K BRI HROEBREOHWEYN T — I EeEHT—IN—- &
EHCHITHDET, BEOTHHEET. FREOMENZREETHLET.
Vo011 A — LR FEBOBENT—HR—2
. R (EE. BB, 771 R7EE10,0008%4KLLE)
[ - =
"“l R o
Lol — - -
FREIEEIC & 3 RO

WEMDES ) LR
~ , WEMBHEME DO DT < T

RIREEDH %2026 E F4AD BRI E IR

o EEAOVAOONAA—L
o BHREREHEERDEE(FRA
o FAHEBINCH (T BIEEADHEDSRRIED LR

o B L TEBRINTCREFZDHENIE
o VUXDBAME - OENHEOHER & Skt

Y—EXFHMB 55 >

BN BIOTA (ArZ53)

HRBTAHXGHEGRT =&t 1Y 7 SEREIL 128
E-mail: info@biota.ne.jp HP: https://biota.city/




PacBiO

RS> —T AT ESNED O ZiRHZ
IEEEBEI DOV—RE—T2S DD TKRMRIRIC

Revio S AT A

SYE IBEDONGSEFFEU LOEREE
O>2JuU—R : ~20,0001EE12E DM~ = fAZtf
-0 —)L 1,300 EbHIFIS AL/

/S HE : Google DeepConsensus f&&k
SO ARN RS AT AELARGbHED 1/3

SREOIU—RS—TR (HIFi—T2R)

U J Lt

TERDNGSTIESNDBIRICMA T, BEZE, 9>5 LY
E— MERVRELTFRE, CNFTEFRTRERBRRZED
INRTDOINUT7 > MIAT(CH U TEVEE TR EIEE T I .

RNA Isoformﬁﬂ#ﬁ

ﬂ EEF OB A TR LT filit: SEVEDE

>3—hkU—k25) Lf#Er HIFi2—o 2 X 245 ) L&’
&

XF)UE
AIRESE Sk A s)

—I8EZ A / small indels —I8E%ZA / small indels

Gene Proteins

HiFiU— R(E7E>JU -2 LT, .. -
REEVDOEEZFO T ENERDED. (A e R
HRRT7 A T A — LsORBEF BN EIRE T I, | e S, U —
T om O
[=] [x] A —— S
I 2a-hU—F oo Zroeas - =
HF .....................................
[BEIAE%] "
PacBio Japan &REI&tt
£220-0012 ) || ERSEHFERHR EHSN 3 -7 — 1 1Byrska-Bishop et al. (2021) bioRxiv doi:10.1101/2021.02.06.430068

- - g N - L A 2Ebert et al. (2021) Science 372(6537):eabf7117
A= v 25— bhHREHSU8E  Email: Info-JP@pacb.com 3Cohen et al. (2022) Genetic Med. doi:10.1016/j.gim.2022.02.007



HAMAMATSU

PHOTON IS OUR BUSINESS

BFHEBD
BEMERE(C
TR0 &)

\
4

1 i
3

=17

ol 1
R+ &k SE 5 2
SIS

4)‘—*‘/“‘/’7‘75“EJ’ETELL %BHAZY FTY, RREDH LITE
2AVNY M EHYAXT. FORBLME T, HEREA X —
IVINTERREERRLET,

RO

¥ 4 2

 MAICO

MEMS CONFOCAL UNIT
MAICO" MEMS #£51=vk C15890>J—X

MEREESN X -7

FAKHL/ AKX

027XOO

electrons rms electrons/pixel/s

ORCA®-Quest (&, >V OBENPSIL YV NOAZJIAETD
REEZRY . HICRFDO CMOS HAX LT DORIFIC
£V, 0.27 electrons rms £ WD MBRDIE / 1 X EREZSRIR
L% L7%. £7/=. 0.006 electrons/pixel/s @—35 CT& (VD
B TRVWEERZELR L TS ORCA®-Quest IF. EE
A=20 - FMICHRBECY

* N A s T R b

oRrcA-(Puest

aCMOS* # x5 C15550-20UP

FHMERIE. BRRYA DS ! ORCA-Quest |

Ah=2s2 MAICO | # & wo

SRR N AR St | Do xrozgmen T431-3196 RRMRKEHLAST2
www.hamamatsu.com TEL (053)431-0150 FAX (053)433-8031 E-Mail sales@sys.hpk.co.jp




& ,4 HEM S > 7‘;»42 LG ) LY — E R

- e Thit MAP:

itBiome y’l‘i&%ﬁi%’}'/!a@’fﬂ’?ﬁﬂ’]ﬁ BE(C 9" 5 R EAIT

RAANAF—LRARTIDLIBERW L ZHY FEAH?

REM TOREPCZHREZHRL RILTLHERL =V

BEZEFCPNATRAEZ R TICTESRITERELENRST / LDERL W
EMEHREDFEVWLRE ay AV AT ) LB TORADBE L WS TLEH B
AT/ LBRTIE, BEPCRROEBEICERYH S

—7

— \ v /L -AEBERF (FF7RIF - 77—JNEE) #%BEGRTES
@ v BEEFRETORRICLYZHOMEYT / L%x—FICEST
5 v
v

RN NIRN

TEZEB LS, X227/ LATERAVPELVWI Y TLVELRESH

bit-MAP" | v oo yntenknts, L BaEils 0 rmRIf TaE
Y —EXE
T A P bit-MAP®

s 11845 7= Y 3841E{E D AR L o —

'H‘ fé €. f#ﬁmwﬂw 7 7 LAE YRk
TR 5555555‘-:2&& .
;3, 42_, gg\ gj qu;—gf) - Ao naannannes é @f)\

* HHEE . R, Tk, § P

BiEZOEES L < IFHEEESR CIRET alaalalolals i lolbn |

FNhTEIEA SRET - DNAKIE v—F yg—“_/a-b/ggzjzﬁ.

bit-MAP®TIE, MuNEh7ENICHENZ LM LA LASH T, MIEOKE. DNAOHE, Bighn%
BRORDEZFEZICHELET, h72IVREBBTERICEIESN/-DNAZERICHFT S & T, HEMLIOL
204 /) LARIH@EFRINET, Nishikawa et al. ISME commun. 2022, Chijiiwa et al. Microbiome 2020

Zf, ART/ LR - BEEERYT / LBRITRE. NMAA V73T 4 7RG ESEERBYR— |

bitBiome Dl - ¥ —ER - BERICTEALHAHBHFRIIHHET!

E-mail: service@bitbiome.co.jp E E /
Web: https://www.bitbiome.co.jp/ =
T162-0041 EERERHTEX PiEMAEEEE513 ﬁ bltB tome
PIEEAS12186 41555 [m]
a‘—SFﬂA'li'f'E '




Y ==/ N2 5 DI = == . = A ARYl0 |
K| AE e WY F O O RNA fB1v(DRECY . & ES D DNA
H PCRH IEIE BLA HZR g d =HY7d = = S

L 2wl ' !
® FUTN | ‘
RO 358, 4BEOLFNHD: ‘ i
ZDMTSA~Y—t Y R TD CHRZE (=] EX(C T srai AN
BREVGEDEX—)L7 KRR : customer@macrogen-japan.co.jp

(0 INOFUPHE BEBO@RTHEEE ITS rRNA 8% )
® FEDOVFNHDTSAY—ty NCOBTEKDET, - ITS5/ITS4 &1zl ITS1/TS4

ITS5/ITS1 ITS4

—— —

16s rBNA 781 18s rRNA Region 5.8s rRNA Region 26s rRNA Region
- PCR 75— : 27F/1492R 56s rRNA &1
- V=B U2 TS5A<— : 518F/800R ki

- NL1/NL4
ﬂ, L&:, 18s rRNA Region 5.8s rRNA Region 26s rRNA Region

—

D1/D2 Region

NCT N4 .

16s rBNA Region

— —
800R 1492R

.

* 1 —EICTEXVEITDEHEICIN U TR ZREHUE T, SRBECBBLGDELEEV., *2 GV T)LEE - 2fEZ O BiEE UTER.
FRICEEDY 2V TIVICOWTCIEFRERM(CHEDHENCTENET . EHROREY DNA BIENEELEE, MEDNENSD CEATEVETD,

* 3 BICHIEEATIORICR DMBDIER T 2 BED CSVNE T, 1 BDTEXTHENIT DY TILD 20 ERZBA DERIFMAIC DOV TERIC SHEB S EE L,

*4 BFEHNTHED KFZEV. TIWLDHE. EROEBEHUNRE T,

PacBio Sequellle 15D

#110kb-15kb @ HiFi U— RTEIEERY / LESIEEED SN

T/ LA ZXhi~ 10Mb DX F U7, AERREDIETIVEY®D De novo FEfTICRETC I .

& TRTHIFi U= RTOY—r Y2 5Hs | G )
o SRED 2 Z&$E DNA % SMRTbell 51 75U TR

® =5/ L8k (WGS) TXin o TS (v—HF=—U2%5. DNA RUXS—OREEs

® IRIRDNA ZY—O I VAL, At/ Y REGIELER

EBilA 7Y 3>y Tr—5h o Hifi U— R&RE (>99% acouracy)
(Denovo Assembly 15&) =, AT EE i = -
s T ) (e
YU TIWOBILEKELTY—I IV AT -5 DG E A L ort w e
8, THU—RRREHITDHADNTETVET, FTHC B Hairpin | | e

THELLIEEW, PacBio BICDOWVWTOFEMIETED
A—)L7 RURICTEHEL EEL,

BEVEDEX—ILT7 RUZ : _ _ ;
ngs@macrogen-japan.co.jp BEM‘SD@?Z—A

DNA Poly

[ERRIE] RLERFTMEIISE TH D RFEED SORFEMEEREDEEN VR, LH
DOFLREMMEF 2023 F 9 B 1 HREDMAETY, REDY—EX4 - MRF I TS
FLEETDHEPERVERIETHHENHOXRITDT. TEXDRICTHERZE L, HiFi Read

v Humanizing Genomics
w

macrogen st~y oOoyvzzy - IvINY
JAPAN Kit-o /Ly —
T135-0064 RREIKXFE 2-4-32 Y1 L 24 E)L 16F
TEL:03(5962)1124 FAX.03(5962)1128
A/ R—=vaveyy—:
T 103-0004 RREFHPREXERAAE 2-1-5 RAKXE Y ML TLUA X F
TEL:03(5829)6058 () FAX:03(5829)6048
REREZERR ¢
T600-8099 REFRETH FREILKFESARALMAIS31 91/ )\ L7 4F
TEL:03(5962)1124(F#E#E) FAX:03(5962)1128




2 (BEKRE)

a2 (BREKS)

FET (UINKS)

BAL (BB IRIAS)

g (LBKF)
(FEEARZF)
(FFHEKXZ)

G ERNED)

(EE R B BANTH AT
(FEEARF)

=X
ANFS
B
7 Ik

==
=]

)
e
A
3t
18]

Bl 2R (FFFEKXZ)

BE h Ay

A ARAEYERRFEEI6EEMN A

T TEMERES v RY T AE13EREEM AS

AR/ N
2023F 11828 H 1T
F1T HAMEMERFESEIEEMAESS L O T T7HEY

Al 2 A
2EITEESR

EREY VRY T LAB13ENEMK

FERED—Z#EKRFEST U — RIEERMNA R, o ik %
FHTHEYVET, C0HEMEY TRHFBLLETES,




